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Binding interaction model of insulin with its receptor (Liang, 
D. (50) 63) 


Supercoiled DNA 
Nucleoprotein complex; DNA binding motif; Initiation of 
DNA replication; Phage @29 (Hermoso, J.M. (50) 183) 


Superhelical DNA 
Electrostatics; Monte Carlo simulations; Simulated annealing 
(Fenley, M.O. (50) 255) 


Surface charge distribution 
Electrophoretic mobility; Human erythrocytes (Nakano, Y. 
(50) 249) 


Swarm rat chondrosarcoma 
Aggrecan; Hyaluronate; Link protein; Electron microscopy; 
Cartilage (MOrgelin, M. (50) 113) 


Temperature factor 
Normal modes; Crystallographic refinement; Protein dynam- 
ics; Human lysozyme (Kidera, A. (50) 25) 


Thapsigargin 
Intramolecular signaling; Ca2* transport; SERCA ATPases; 
Ca** binding domain; Linked functions (Inesi, G. (50) 129) 
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Thermal unfolding 

Phycocyanin; Differential scanning calorimetry; Visible ab- 
sorption spectrophotometry; Circular dichroism (Chen, C.-H. 
(50) 313) 


Thermodynamic integration 

Computer simulation; Cyclic perturbation; Free energy differ- 
ence; Stereomers; Active site; Enzyme-inhibitor interaction 
(Ghosh, I. (50) 237) 


Time-resolved fluorescence 
Ethidium bromide; DNA intercalation; Fluorescence quench- 
ing (Heller, D.P. (50) 305) 


Time-resolved X-ray diffraction 
Actin filament structure; Regulation; Tropomyosin shift; 
Myosin cross-bridge mechanism (Squire, J.M. (50) 87) 


Titin 
Connectin; Elastic protein; Striated muscle (Maruyama, K. 


(50) 73) 


Triple helix 

Oligonucleotides; Triplet database; Molecular modeling; 
Molecular mechanics; Molecular dynamics (Piriou, J.M. (50) 
323) 


Triplet database 
Triple helix; Oligonucleotides; Molecular modeling; Molecu- 
lar mechanics; Molecular dynamics (Piriou, J.M. (50) 323) 


Tropomyosin shift 

Actin filament structure; Regulation; Myosin cross-bridge 
mechanism; Time-resolved X-ray diffraction (Squire, J.M. (50) 
87) 


Visible absorption spectrophotometry 
Phycocyanin; Thermal unfolding; Differential scanning calo- 
rimetry; Circular dichroism (Chen, C.-H. (50) 313) 


X-ray crystallography 
Haloarcula marismortui; Ribosomes; Ribonucleoprotein com- 
plexes (Evers, U. (50) 3) 


X-ray diffraction 
DNA double helix; Sequence-dependent conformation; Crys- 
tal packing; Base-pair stacking (Heinemann, U. (50) 157) 


